Novel Hurmn M^morarte Proteins and Potynudeoti-Ses Encoding the :>arre , 

>NM_170776 ACCESSION :NM_17 077 6 NID: gi 25092692 ref NM_170776.1 

Homo sapiens similar to G protein-coupled receptor 56; 
EGF-TM7-like (GPR-97) , mRNA 
Length = 1650 

Score = 1122 bits (2870), Expect = 0.0 

Identities = 548/549 (99%), Positives = 548/549 (99%) 

Frame = +1 

Query : 1 MATPRGLGALLLLLLLPTSGQEKPTEGPRNTCLGSNNMYDIFNLNDKALCFTKCRQSGSD 6 0 

MATPRGL ALLLLLLLPTSGQEKPTEGPRNTCLGSNNMYDIFNLNDKALCFTKCRQSGSD 
Sbjct: 1 MATPRGLWALLLLLLLPTSGQEKPTEGPRNTCLGSNNMYDIFNLNDKALCFTKCRQSGSD 180 

Query: 61 SCWENLQRYWLNYEAHLMKEGLTQKVNTPFLKALVQNLSTNTAEDFYFSLEPS 120 

SCWENLQRYWL3STYEAHLMKEGLTQKVNTPFLKALVQNLSTNTAEDFYFSLEPSQVPRQV 
Sbjct: 181 SCWENLQRYWLNYEAHLMKEGLTQKVNTPFLKALVQNLSTNTAEDFYFSLEPSQVPRQV 360 

Query: 121 MKDEDKPPDRVRLPKSLFRSLPGNRSWRLAVTILDIGPGTLFKGPRLGLGDGSGVLNNR 180 

MKDEDKPPDRVRLPKSLFRSLPGNRSWRLAVTILDIGPGTLFKGPRLGLGDGSGVLNNR 
Sbjct: 361 MKDEDKPPDRVRLPKSLFRSLPGNRSWRLAVTILDIGPGTLFKGPRLGLGDGSGVLNNR 540 

Query: 181 LVGLSVGQMHVTKLAEPLEIVFSHQRPPPNMTLTCVFWDVTKGTTGDWSSEGCSTEVRPE 240 

LVGLSVGQMHVTKLAEPLEIVFSHQRPPPNMTLTCVFWDVTKGTTGDWSSEGCSTEVRPE 
Sbjct: 541 LVGLSVGQMHVTKLAEPLEIVFSHQRPPPNMTLTCVFWDVTKGTTGDWSSEGCSTEVRPE 720 

Query: 241 GTVCCCDHLTFFALLLRPTLDQSTVHILTRISQAGCGVSMIFLAFTIILYAFLRLSRERF 300 

GTVCCCDHLTFFALLLRPTLDQSTVHILTRISQAGCGVSMIFLAFTIILYAFLRLSRERF 
Sbjct: 721 GTVCCCDHLTFFALLLRPTLDQSTVHILTRISQAGCGVSMIFLAFTIILYAFLRLSRERF 900 

Query: 301 KSEDAPKIHVALGGSLFLLNLAFLVNVGSGSKGSDAACWARGAVFHYFLLCAFTWMGLEA 3 60 

KSEDAPKIHVALGGSLFLLNLAFLVWGSGSKGSDAACWARGAVFHYFLLCAFTWMGLEA 
Sbjct: 901 KSEDAPKIHVALGGSLFLLNLAFLV1WGSGSKGSDAACWARGAVFHYFLLCAFTWMGLEA 1080 

Query: 361 FHLYLLAVRVFNTYFGHYFLKLSLVGWGLPALMVIGTGSANSYGLYTIRDRENRTSLELC 420 

FHLYLLAVRVFNTYFGHYFLKLSLVGWGLPALMVIGTGSANSYGLYTIRDRENRTSLELC 
Sbjct : 1081FHLYLLAVRVFNTYFGHYFLKLSLVGWGLPALMVIGTGSANSYGLYTIRDRENRTSLELC 1260 

Query: 421 WFREGTTiyTYALYITVHGYFLITFLFGMWLALVWKIFTLSRATAVKERGKNRKKVLTLL 480 

WFREGTTMYALYITVHGYFLITFLFGMWLALVVWKIFTLSRATAVKERGKNRKKVLTLL 
Sbjct : 1261WFREGTTMYALYITVHGYFLITFLFGMWLALWWKIFTLSRATAVKERGKNRKKVLTLL 1440 

Query: 481 GLSSLVGVTWGLAIFTPLGLSTVYIFALFNSLQGVFICCWFTILYLPSQSTTVSSSTARL 540 

GLSSLVGVTWGLAIFTPLGLSTVYIFALFNSLQGVFICCWFTILYLPSQSTTVSSSTARL 
Sbjct : 1441GLSSLVGVTWGLAIFTPLGLSTVYIFALFNSLQGVFICCWFTILYLPSQSTTVSSSTARL 1620 

Query: 541 DQAHSASQE 549 

DQAHSASQE 
Sbjct: 162 1DQAHSASQE 1647 
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LOCUS GPR-97 1650 bp mRNA linear PRI 23-DEC-2002 

DEFINITION Homo sapiens similar to G protein-coupled receptor 56; EGF-TM7-like 

(GPR-97) , mRNA. 
ACCESSION NM_17077 6 

VERSION NM__170776.1 GI: 25092692 

KEYWORDS 

SOURCE Homo sapiens (human) 

ORGANISM Homo sapiens 

Eukaryota; Metazoa; Chordata; Craniata; Vertebrata; Euteleostomi ; 
Mammalia; Eutheria; Primates; Catarrhini; Hominidae; Homo. 
REFERENCE 1 (bases 1 to 1650) 

AUTHORS Kuznicki,J., Kuznicki,L. and Drabikowski , W . 
TITLE Ca2+-binding modulator protein in protozoa and myxomycete 

JOURNAL Cell Biol. Int. Rep. 3 (1), 17-23 (1979) 
MEDLINE 79211378 
PUBMED 222487 
REFERENCE 2 (bases 1 to 1650) 

AUTHORS Fredriksson,R. , Lagers trom, M . C . , Hoglund,P.J. and Schioth,H.B. 
TITLE Novel human G protein-coupled receptors with long N-terminals 

containing GPS domains and Ser/Thr-rich regions 
JOURNAL FEBS Lett. 531 (3), 407-414 (2002) 
MEDLINE 22323027 
PUBMED 12435584 
REFERENCE 3 (bases 1 to 1650) 

AUTHORS Fredriksson,R. , Lagers t rom, M. C . , Hoglund,P. and Schioth,H.B. 
TITLE New human G-protein coupled receptors with long N-terminals 

containing GPS domains and Ser/Thr rich regions 
JOURNAL Unpublished 
COMMENT PROVISIONAL REFSEQ : This record has not yet been subject to final 

NCBI review. The reference sequence was derived from AY140959 . 1 . 
FEATURES Location/Qualifiers 
source 1 . . 1650 

/organism="Homo sapiens" 
/ db_xr e f = " t axon : 9 6 0 6 " 
/chromosome= " 16 " 
/map="16ql2.2" 
gene 1 . .1650 

/gene= n GPR-97" 
/db_xref= "Locus ID : 222487 " 
CDS 1. .1650 

/gene= "GPR-97" 

/note= "G-protein coupled receptor; long N- terminal region 
containing GPS domains and Ser/Thr rich regions; G 
protein-coupled receptor 97" 
/codon_start=l 

/product=" similar to G protein-coupled receptor 56; 
EGF -TM7 - 1 ike " 
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/prot ein_id= " NP_740746 . 1 " 
/db_xref="GI: 25092693" 
/ db_xre f =" Locus ID : 222482 " 

/ 1 ran s 1 a t i on= " MAT PRGLWALLLLLLLPT SGQEKPTEGPRNTCLGSNNMYD I FNL 
ITOKALCFTKCRQSGSDSCIWENLQRYWLIN^^ 

TAEDFYFSLEPSQVPRQVMKDEDKPPDRVRLPKSLFRSLPGNRSWRLAVTILDIGPG 
TLFKGPRLGLGDGSGVLNNRLVGLSVGQMHVTKLAEPLEIVFSHQRPPPNMTLTCVFW 
DVTKGTTGDWSSEGCSTEVRPEGTVCCCDHLTFFALLLRPTLDQSTVHILTRISQAGC 
GVSMIFLAFTIILYAFLRLSRERFKSEDAPKIHVALGGSLFLLNLAFLVTWGSGSKGS 
DAACWARGAVFHYFLLCAFTWMGLEAFHLYLLAVRVFNTYFGHYFLKLSLVGWGLPAL 
MVIGTGSANSYGLYTIRDRENRTSLELCWFREGTTMYALYITVHGYFLITFLFGMVVL 
ALVVWKIFTLSRATAVKERGPCNRKKVLTLLGLSSLVGVTWGLAIFTPLGLSTVYIFAL 
FNSLQGVFICCWFTILYLPSQSTTVSSSTARLDQAHSASQE" 
misc_f eature 634.. 768 

/gene="GPR-97" 

/note="GPS; Region: G-protein-coupled receptor proteolytic 
site domain" 

/ db_xr e f = " CDD : smart00303 " 
misc„f eature 634.. 768 

/gene="GPR-97" 

/note="GPS; Region: Latrophilin/CL-l-like GPS domain. 
Domain present in latrophilin/CL-1 , sea urchin REJ and 
polycystin" 

/db_xref = "CDD : pfam01825 " 
misc__f eature 793.. 1572 

/gene="GPR-97" 

/note="7tm_2 ; Region: 7 transmembrane receptor (Secretin 
family) " 

/ db_xr e f = " CDD : pfamQQ002 " 
variation 1288 

/gene= l, GPR-97" 

/allele="G n 

/allele= , 'A ,, 

/ db_xr e f = " dbSMP : 2290178 " 
BASE COUNT 313 a 507 c 446 g 384 t 

ORIGIN 

1 atggcgacgc ccaggggcct gtgggccctg ctcctgctcc tcctgctccc gacctcaggt 
61 caggaaaagc ccaccgaagg gccaagaaac acctgcctgg ggagcaacaa catgtacgac 
121 atcttcaact tgaatgacaa ggctttgtgc ttcaccaagt gcaggcagtc gggcagcgac 
181 tcctgcaatg tggaaaactt gcagagatac tggctaaact acgaggccca tctgatgaag 
241 gaaggtttga cgcagaaggt gaacacgcct ttcctgaagg ctttggtcca gaacctcagc 
301 accaacactg cagaagactt ctatttctct ctggagccct ctcaggttcc gaggcaggtg 
361 atgaaggacg aggacaagcc ccctgacaga gtgcgacttc ccaagagcct ttttcgatcc 
421 ctgccaggca acaggtctgt ggtccgcttg gccgtcacca ttctggacat tggtccaggg 
481 actctcttca agggcccccg gctcggcctg ggagatggca gcggcgtgtt gaacaatcgc 
541 ctggtgggtt tgagtgtggg acaaatgcat gtcaccaagc tggctgagcc tctggagatc 
601 gtcttctctc accagcgacc gccccctaac atgaccctca cctgtgtatt ctgggatgtg 
661 actaaaggga ccactggaga ctggtcttct gagggctgct ccacggaggt cagacctgag 
721 gggaccgtgt gctgctgtga ccacctgacc tttttcgccc tgctcctgag acccaccttg 
781 gaccagtcca cggtgcatat cctcacacgc atctcccagg cgggctgtgg ggtctccatg 
841 atcttcctgg ccttcaccat tattctttat gcctttctga ggctttcccg ggagaggttc 
901 aagtcagaag atgccccaaa gatccacgtg gccctgggtg gcagcctgtt cctcctgaat 
961 ctggccttct tggtcaatgt ggggagtggc tcaaaggggt ctgatgctgc ctgctgggcc 
1021 cggggggctg tcttccacta cttcctgctc tgtgccttca cctggatggg ccttgaagcc 
1081 ttccacctct acctgctcgc tgtcagggtc ttcaacacct acttcgggca ctacttcctg 
1141 aagctgagcc tggtgggctg gggcctgccc gccctgatgg tcatcggcac tgggagtgcc 
1201 aacagctacg gcctctacac catccgtgat agggagaacc gcacctctct ggagctgtgc 
1261 tggttccgtg aagggacaac catgtacgcc ctctatatca ccgtccacgg ctacttcctc 
1321 atcaccttcc tctttggcat ggtggtcctg gccctggtgg tctggaagat cttcaccctg 
1381 tcccgtgcta cagcggtcaa ggagcggggg aagaaccgga agaaggtgct caccctgctg 
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1441 ggcctctcga gcctggtggg tgtgacatgg gggttggcca tcttcacccc gttgggcctc 

1501 tccaccgtct acatctttgc acttttcaac tccttgcaag gtgtcttcat ctgctgctgg 

1561 ttcaccatcc tttacctccc aagtcagagc accacagtct cctcctctac tgcaagattg 

1621 gaccaggccc actccgcatc tcaagaataa 

// 



Revised: July 5, 2002. 
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□ 1: FEBS Lett 2002 Nov 20;531(3):407-14 
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FULL-TEXT ARTICLE 



Novel human G protein-coupled receptors with long N- 
terminals containing GPS domains and Ser/Thr-rich regions. 

Fredriksson R, Lagerstrom MC, Hoglund PJ, Schioth HB. 

Department of Neuroscience, Uppsala University, BMC, Box 593, 751 24, 
Uppsala, Sweden. 

We report eight novel members of the superfamily of human G protein- 
coupled receptors (GPCRs) found by searches in the human genome 
databases, termed GPR97, GPR110, GPR111, GPR112, GPR113, GPR114, 
GPR115 and GPR116. Phylogenetic analysis shows that these are additional 
members of a family of GPCRs with long N-termini, previously termed 
EGF-7TM, LNB-7TM, B2 or LN-7TM. Five of the receptors form their own 
phylogenetic cluster, while three others form a cluster with the previously 
reported HE6 and GPRS 6 (TM7XN1). All the receptors have a GPS domain 
in their N- terminus and long Ser/Thr-rich regions forming mucin-like stalks. 
GPR113 has a hormone binding domain and one EGF domain. GPR1 12 has 
over 20 Ser/Thr repeats and a pentraxin domain. GPR1 16 has two 
immunoglobulin-like repeats and a SEA box. We found several human EST 
sequences for most of the receptors showing differential expression patterns, 
which may indicate that some of these receptors participate in reproductive 
functions while others are more likely to have a role in the immune system. 
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Substances: 

• GTP-Binding Proteins 

• Threonine 

• Serine 

• Receptors, Cell Surface 

PMID: 12435584 [PubMed - indexed for MEDLINE] 
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